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Sample ID: 60J
gyrA-60J-Full sequence
CGTACTTTACGCCATGAACGTACTAGGCAATGACTGGAACAAAGCCTATAAAAAATCTGCCCGTGTCGTTGGTGACGTAATCGGTAAATACCATCCCCATGGTGACTTGGCGGTTTATAACACGATCGTCCGTATGGCGCAGCCATTCTCGCTGCGTTACATGCTGGTAGACGGTCAGGGTAACTTCGGTTCCATCGACGGCGACTCTGCGGCGGCAATGCGTTATACGGAAATCCGTCTGGCGAAAATTGCCCATGAACTGATGGCCGATCTCGAAAAAGAGA
Figure S1.  Nucleotide sequence of the gyrA DNA sequence (accession number: MT334396) form sample 60J whose a Compositional matrix adjust analyses show A double Mutation in gyrA protein sequence at position 83 (S change to L= S83L) and 87 (D change to  N= D87N).
Sample ID: 90J3
gyrA-90J3-Full sequence
CGTACTAGGCAATGACTGGAACAAAGCCTATAAAAAATCTGCCCGTGTCGTTGGTGACGTAATCGGTAAATACCATCCCCATGGTGACTTGGCGGTTTATGACACGATCGTCCGTATGGCGCAGCCATTCTCGCTGCGTTACATGCTGGTAGACGGTCAGGGTAACTTCGGTTCCATCGACGGCGACTCTGCGGCGGCAATGCGTTATACGGAAATCCGTCTGGCGAAAATTGCCCATGAACTGATGGCCGATCTCGAAAAAGA
Figure S2.  Nucleotide sequence of the gyrA DNA (accession number: MT334398) sequence form sample 90J3 whose a Compositional matrix adjust analyses show A single Mutation in gyrA protein sequence at position 83 (S change to L= S83L).
Sample 60j
parC-60J-Full sequence
GGGCTTTTATTGCCCTGCACGACGCAGTAGATCGGCCCGTACCGTCGGTGACGTACTGGGTAAATACCATCCGCACGGCGATATCGCCTGTTATGAAGCGATGGTCCTGATGGCGCAACCGTTCTCTTACCGTTATCCGCTGGTTGATGGTCAGGGGAACTGGGGCGCGCCGGACGATCCGAAATCGTTCGCGGCAATGCGTTACACCGAATCCCGGTTGTCGAAATATTCCGAGCTGCTATTGAG
Figure S3.  Nucleotide sequence of the parC DNA sequence (accession number: MT334397) fragment form sample 60J whose a Compositional matrix adjust analyses show A single Mutation in parC protein sequence at position 80 (S change to I= S80I).
